Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.025; wR factor = 0.074; data-to-parameter ratio = 13.7.
In the crystal structure of the title compound, [Zn(C 5 H 4 NO 4 S) 2 (H 2 O) 2 ], the 4-oxo-1,4-dihydropyridine-3-sulfonate anion chelates to water-coordinated zinc centres through the carbonyl O atom and through one O atom of the sulfonate group. The Zn II atom lies on a center of inversion, and adjacent molecules are linked by N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network.
Related literature
For the structure of the 4-oxo-1,4-dihydropyridine-3-sulfonate anion, see: Zhu et al. (2009) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 1998); cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2009 
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2U(C). The amino and water H-atoms were located in a difference Fourier map, and were refined isotropically with a distance restraint of N-H = O-H = 0.85±0.01 Å.
Figures Fig. 1 . Anisotropic displacement ellipsoid plot (Barbour, 2001) of Zn(H 2 O) 2 (C 5 H 4 NO 4 S) 2 at the 50% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. supplementary materials sup-5 Fig. 1 
